Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.057; wR factor = 0.135; data-to-parameter ratio = 21.8.
Related literature
For representative bond lengths, see Allen et al. (1987) . For background to and application of quarternary ammonium compounds, see: Armitage et al. (1929) ; Browning et al. (1922) ; Chanawanno et al. (2010) ; Wainwright & Kristiansen (2003) ; Wainwright (2008) . For a related structure, see: Chantrapromma et al. (2010) . For the stability of the temperature controller used in the data collection, see Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C17-C22 ring. Symmetry codes: (i) x; y; z þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x À 1; y; z À 1; (iv) Àx; Ày; Àz þ 1; (v) x; y À 1; z; (vi) x À 1; y; z.
D-HÁ
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Comment
Our research group have designed and synthesized some quaternary ammonium compounds including pyridinium derivatives. However, there are very few researches in the area of styryl pyridinium dyes being used as antibacterial agents.
Based on the knowledge gathered since a very long time ago (Armitage et al., 1929; Browning et al., 1922; Wainwright & Kristiansen, 2003) , we found that styryl pyridinium compounds possess high activity against both susceptible and methicillin-resistant Staphylococcus aureus (MRSA) . This interesting anti-MRSA activity of the styryl pyridinium compounds trigger an encouragement to perform further investigation of these compounds in order to act against the powerful superbug MRSA which can overcome commonly used antibacterial drugs (Wainwright, 2008) . Our bacterial assay results show that the title compound was moderately active against MRSA with the minimum inhibition concentration (MIC) = 37.5 µg/ml. Herein its crystal structure is reported. (Allen et al., 1987) and angles in (I) are in normal ranges and comparable with a related structure .
In the crystal packing, all O atoms of the sulfonate group are involved in weak C-H···O interactions (Table 1 ). The cation is linked to both the anion and water molecule by weak C-H···O interactions, and the anion is linked to the water molecule by O-H···O hydrogen bond. These three molecules are linked into chains along the b axis (Table 1 , Fig. 2 ). These chains are stacked along the the a axis (Fig. 2 ) by π-π interactions with the distances Cg 1 ···Cg 1 = 3.6429 (12) Å (symmetry code: -x, -y, -z) and Cg 1 ···Cg 2 = 3.6879 (12) Å (symmetry code: -1 + x, y, z). C-H···π interactions were also observed (Table   1) ; Cg 1 , Cg 2 and Cg 3 are the centroids of the C1-C5/N1, C8-C13 and C17-C22 rings, respectively.
Experimental
The title compound was prepared by the reported procedure . Orange blocks of (I) were recrystallized from methanol by slow evaporation of the solvent at room temperature after a few weeks, m.p. 516-517 K.
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Refinement
Water H atoms were located in difference maps and refined isotropically. The remaining H atoms were placed in calculated positions with d(C-H) = 0.93 Å, U iso = 1.2U eq (C) for aromatic and CH and 0.96 Å, U iso = 1.5U eq (C) for CH 3 atoms. A rotating group model was used for the methyl groups. The highest residual electron density peak is located at 0.69 Å from C11 and the deepest hole is located at 0.67 Å from S1.
Figures Fig. 1 . The asymmetric unit of (I) showing 50% probability displacement ellipsoids. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. 
